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rst s A sl sl el g 8 Caliss RNA I (e p) sl 2e @lilia 4

MRNA=messenger RNA(carry genetic information encoding for protein)

tRNA=transfer RNA (transfer amino acid during translation)

rRNA=ribosomal RNA (one component of ribosomes)

snRNA=small nuclear RNA (one component of spliceosomes)

exRNA= Extracellular RNA (also known as exosomal RNA) found in body
fluid like blood, saliva, breast milk, urine, semen, menstrual blood,
and vaginal fluid (syntrophy)

pPiRNA= Piwi-interacting RNA (gene silencing)

snoRNA= small nucleolar RNA (required for rRNA maturation)

MiRNA=micro RNA (halt translation or degrade mRNA)

siRNA=small interfering RNA (halt translation or degrade mRNA)
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1 Jgaall 8 pein ga LS 81l Al 5 81 5l il 380 o1 3alal) 8 iy Al anl Gkl Sy s

Prokaryotic Chromosomes Eukaryotic Chromosomes
1-Many prokaryotes contain a single 1-Eukaryotes contain multiple linear
circular chromosome. chromosomes.
2-Prokaryotic chromosomes are 2-Eukaryotic chromosomes are
condensed in the nucleoid via DNA condensed in a membrane-bound
supercoiling and the binding of various nucleus via histones.

architectural proteins.

3-Because prokaryotic DNA can interact 3-In eukaryotes, transcription occurs in

with the cytoplasm, transcription and the nucleus, and translation occurs in the
translation occur simultaneously. cytoplasm.
4-Most prokaryotes contain only one 4-Most eukaryotes contain two copies of

copy of each gene (i.e., they are haploid). |each gene (i.e., they are diploid).

5-Nonessential prokaryotic genes are 5-Some eukaryotic genomes are
commonly encoded on organized into operons, but most are
extrachromosomal plasmids. not.

6-Prokaryotic genomes are efficient and 6-Extrachromosomal plasmids are not
compact, containing little repetitive DNA. | commonly present in eukaryotes.

7-Eukaryotes contain large amounts of
noncoding and repetitive DNA.

: Eukaryote Gene Structure 3/sill <dida 4 4g gall oS 5 LM
Cpadl QIS e sl A sl Clasleall Jaad 48 5 oaa sl Ll (Ao aad) o) &y sall o jas
O JST iaens eSOl 3) gl Agtia Sl JliaS 1864 5 1857 4w G Jaie z s Al 58
OS5 Lgnnhay 0385 aY) (e DAY Y (e 335 Laaaal Gl cpa IS ) 6 Allele dalVL (e
wall caall e s Recessive dsiie gl Sl s sl 4l e py Dominant sl Wl
psmisa SN e A sane Clinll 585 2N 4l Je 5 Diploid < 815l 4k Gl e UL
Ay 75 dpemall Cila g ge g S cansll 7 95 22 Lgia) (om0 S 7 55 23 llligh LDl Al
it JS O 5S5 e gan g g ST o2 JS JSANN Cum e (Y 5 X (A dpmind) Dl gusga JSIL ey
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