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\
5-AAT CGT GGC CCT ACC TCC AAA-3

wildtype 5 1TA GCA CCG GGA TGG AGG TTT-5'
v
Mutant type 5-AAT CGT GAC CCT ACC TCC AAA-3
(Transition) 3'-TTA GCA CTG GGA TGG AGG TTT-5'
'
Wild 5-AAT CGT GGC CCT ACC TCC AAA-3'
HAPE 3 7TA GCA CCG GGA TGG AGG TTT-5
'
Mutant type 5-AAT CGT GEC CCT ACC TCC AAA-3

(Transversion) 3'-TTA GCA CBG GGA TGG AGG TTT-5'
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5-ATG CGT GGC CCT ACC TCC AAA-3

Wildtype DNA 3 1AC GCA CCG GGA TGG AGG TTT-5'

l Transcription

Wild type mRNA 5-AUG CGU GGC CCU ACC UCC AAA-3

l Translation

Wild type Protein Met Arg Gly Pro Thr Ser Lys
Wild ONA 5'-ATG CGT GGC CCT ACC TCC AAA-3'
lld type 3-TAC GCA CCG GGA TGG AGG TTT-5'
v
Mutant type DNA  5.ATG CGT GGC CCT ACC TCC TAA-3'
(Transversion) 3'-TAC GCA CCG GGA TGG AGG ATT-5'

J Transcription

Mutant type mRNA 5'-AUG CGU GGC CCU AcC uccC [BEA-3

l Translation

Mutant type Protein ~ Met Arg Gly Pro Thr Ser EllOB

67



Jada) Gy Laie =105 Missense guwadl) dhld 4 daddl) @) jikal) v/
r ¥l e Lola cdlife sl pdala ) jiE e 8d Gaia bacldl

5-ATG CGT GGC CCT ACC TCC AAA-3

Wildtype DNA o 1AC GCA CCG GGA TGG AGG TTT-5'

Transcription
Wild type mRNA 5-AUG CGU GGC CCU ACC UCC AAA-3

l Translation

Wild type Protein Met Arg Gly Pre Thr Ser Lys

5-ATG CGT GGC CCT ACC TCC AAA-3

Wildtype DNA 3 1 AC GCA CCG GGA TGG AGG TTT-5'
v
Mutant type DNA 5. ATG CGT GGC CBT ACC TCC AAA-3'
(Transversion) 3'-TAC GCA CCG GCA TGG AGG TTT-5'
5'-AUG CGU GGC CBU ACC UCC AAA-3'
Mutant type mRNA l Translation
Mutant type Protein Met Arg Gly B Thr Ser Lys
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5-ATG CGT GGC CCT ACC TCC AAA-3

Wildtype DNA o 1AC GCA CCG GGA TGG AGG TTT-5'

l Transcription

Wild type mRNA 5'-AUG CGU GGC CCU ACC UCC AAA-3

l Translation

Wild type Protein Met Arg Gly Pr@ Thr Ser Lys

5-ATG CGT GGC CCT ACC TCC AAA-3

Wildtype DNA - o 1AC GCA CCG GGA TGG AGG TTT-5'

¥
Mutant type DNA  5.ATG CGT GGC CCE ACC TCC TAA-3'
(Transition) 3'-TAC GCA CCG GGG TGG AGG ATT-5'

J Transcription

Mutant type mRNA 5'-AUG CGU GGC CCC ACC UCC AAA-3

l Translation

Mutant type Protein M€t A0 Gly Bl Thr Ser Lys
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THEBIGCATATETHERAT dlaall Lnal

THE BIG CAT ATE THE RAT SIS iad LA Lgarns ey
THEIGCATATETHERAT deall praali oy Cada 2ic

THE IGC ATATET HER AT SIS aa LA Lgarudi aa

5-ATG CGT GGC CCT ACC TCC AAA-3

Wildtype DNA 3 1 AC GCA CCG GGA TGG AGG TTT-5'

l Transcription

Wild type mRNA 5'-AUG CGU GGC CCU ACC UCC AAA-3

l Translation

Wild type Protein Met Arg Gly Pra Thr Ser Lys

i Insert A

5-ATG CGT GGC CCT ACC TCC AAA-3

Wildtype DNA 3 1A GCA CCG GGA TGG AGG TTT-5'

Mutant type DNA 5 ATG CGA TGG CCC CAC CTC CTA A-3'
(Transition) 3'-TAC GCT ACC GGG GTG GAG GAT T-5'

l Transcription

Mutant type mRNA 5-AUG CGA UGG CCC CAC CUC CUA A-3

l Translation

Mutant type Protein Met Arg Trp Pro His Leu Leu
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