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Xenoderma pigmentosum

skin cells cannot repair UV damage

Individuals extremely sensitive to sun light

skin tumors risk 2000-fold elevated

cultured skin cells are defective in repairing tymidine dimers
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e Oxidized bases: 8-oxoguanine, 2,6-diamino-4-hydroxy-5-
formamidopyrimidine (FapyG, FapyA)

o Alkylated bases: 3-methyladenine, 7-methylguanine

e Deaminated bases: hypoxanthine formed from deamination
of adenine. Xanthine formed from deamination of guanine.
(Thymidine products following deamination of 5-

methylcytosine are more difficult to recognize, but can be repaired

by mismatch-specific glycosylase)

e Uracil inappropriately incorporated in DNA or formed

by deamination of cytosine
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Thymine
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pe—— %! binds 1o the thymine dimer

In the presence of visible
light, the enzyme catalyzes
<chemical cleavage ol the
dimer. thercby restoring
normal base pairing and
repairing the DNAL
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