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Bioctechnology Information

COVID-19 is an emerging, rapidly evolving situation.

Get the latest public health information from CDC: hitps./fwww. coronavirus gowv .
Get the latest research from MIH: htips/fwwwenih. gov/coronavirus.

NCBI Home ~ Welcome to NCBI Popular Resources

Resource List (A-Z) The Mational Center for Biotechnology Information advances science and health by providing access to PubMed

Al Resources biomedical and genomic information. Bookshelf

Chemicals & Bioassays About the NCBI | Mission | Organization | NCEI Mews & Blog PubMed Central

Data & Software BLAST

DNA & RNA Submit Download Learn Nucleotide

Domains & Structures Deposit data or manuscripts Transfer MCEI data to your Find help documents, attend a Genome

Genes & Expression into MCEI| databases computer class or watch a tutorial SHP

Genetics & Medicine H Gene

Genomes & Maps ' ‘ rﬁ Protein

Fisnuoiony d PubChem

Literature

Proteins MNCBI Mews & Blog

Sequence Analysis Develop Analyze Research EEZ&E‘I;:?;“E% IG'Uﬂfdi A New Acting
Taxonomy Use NCEI APls and code Identify an NCBI tool for your Explore NCEI research and 12 May 2020

Training & Tutorials libraries to build applications data analysis task collaborative projects We wanted to take a moment to
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Create alert  Advanced

COVID-19 is an emerging, rapidly evolving situation.
Get the latest public health information from CDC: hitps/faww. coronavirus.gow .
Get the latest research from MIH: hitps/fwww.nih. gov/coronavirus.

Help

Species
Animals (4,500)
Flants (6,624)
Fungi (1,057)
Protists (120)

Summary - 20 per page~ Sort by Default order - Send to: -

Items: 1 to 20 of 28388

0,

Bacteria (15,360} Page EI of 1420 | Mext= Last==
i_mhaeaif}‘} [ Zootoca vivipara mRNA for Metallothionein (metallothionein gene)
inuses
1.

299 bp IInear mRMNA
Accession: AMOBTI099 1 Gl 78057034
Frotein FPubMed Taxonomy

GenBank FASTA Graphics

Customize ...

Molecule types

DNABMNA (19,214)
mRNA (8,905)

Pygomeles braconnieri mENA for Metallothionein (metallothionein gene)

|

Source databases 548 bp linear mRMNA

INSDC (GenBank) (24 478) Accession: AMOBT3098.1 GIl: 78057032

RefSeq (3,808) Protein Pubhied Taxonomy

Customize .. GenBank FASTA Graphics

Sequence Type .

Nucleotide (23,222) [l Phelsuma barbouri mRMA for Metallothionein (metallothionein gene)
EST (5,157) 3. 324 bp linear mMRNA

G335 (9) Accession: AMOBT397.1 Gl 73057030

Filters: Manage Filtars

Results by taxon =

Top Organisms [Tree]
kKlebsislla pneumoniae [(3028)
Pseudomonas aeruginosa (2752)
Mycobacterium tuberculosis (2744)
Coffea arabica (1507)
Shigella sonnei (1135)
All other taxa (17215)

More. .

Find related data =
Database: | Select v

Search details

lmetallothionsinlAll Fieldsl
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Mucleotide Nucleotide * | metallothicnein | [ Search |
Create alert Advanced Help

COWVID-19 is an emerging, rapidly evolving situation.
o Get the latest public health information from CDC: hitps:/Awww. coronavirus. gow -
Get the latest research from MIH: hifps_/fwww nih. gov/coronavirus.

Species slesr Summary ~ 20 per page~ Sort by Default order - Send to:~  Filters: Manage Filters
« Animals (3,241)
Customize ... -
Items: 1 to 20 of 3241 Results by taxon
Molecule types clear

Top Organisms [Tree]
Mus musculus (300)
@ Fitters activated: Animals, mRNA_ Clear all Homo sapiens (269)

genomic DMA/RNA (D) FPage |1 of 163 | Mext = || Last»=
« MRMNA (3,241)

Customize .. Danio rerio (42)
Zootoca vivipara mRMNA for Metallothionein (metallothionein gene} Drosophila melanogaster (39)
Sourcerdatabases - 1. =299 bp linear mMRNA Macaca mulatta (38)
INSDC (GenBank) (1,583) . . All other taxa (25535}
RefSeq (1.658) Accession: AMOBT3099.1 Gl TB057034 ! o
; ’ Frotein PubMed Taxonomy More...

Customize ..
GenBank FASTA Graphics

Sequence Type

i 3 o . . . . Find related data —
:;fr'e;z'de (2.426) Pygemeles braconnieri mENA for Metallothionein (metallothionein gene)
e 2. 548 bp linear mRMNA Database: | Select A
Sequence length Accession: AMOEST3I08 1 Gl 78057032
Custom range. .. Frotein PubMed Taxonomy

GenBank FASTA Graphics

Release date

Custom range... ) B _ ) _
Phelsuma barbouri mREMNA for Metallothionein (metallothionein gene) Search details =

Revision date 3. 324 bp linear MRNA

metallothion=inlall _Fislds1 amn
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GenSank = Bend ol = c
Zootoca vivipara mRNA for Metallothionein (metallothionein gene)
Cusiomioe view =
EerSank: AMIETIEE 1
FASTA  Graphics
- Anslyzs thic cequesnos -
E==H Sasn BLAST
[Nl AEETTE 243 Bp RS 1 Lrsaar VAT 15-SEP-2EE —
DEFINITION Zootocs wiwkpara siMa for Metallothdonebn {eetallothionedis gemsd. Sk Frimers.
A CERELON
Np—" Highilghnt Seguence: Featunes
WE FRLS En; metallothiconein pene. Find 0TS EEguenos
SR E ocmmmon Lizasd]
ORCANTER
Bubaryota) Metaioa; Chordats) Cranbata) Vertebeata, Eutelesstosi;
Lepidosawria; Squasata; Bifercata; Usddentata; Epdsguamata; Flated Inforrmation =
Laterata, Lacertibadnia; Lacertides; Zootoca. Sroneis
REFEREMNCE 1
AT HORS Trimschalla, F., Aigaic M., Filoca, S, Pardci E. ofed ScudBosos A =uihied
TITLE Moléculas Clondeg and Sequscing of mtallothionedis in Squasates:
mew Ersights Ento the evolution of the setalbothiomsin geess is TenecnoTy
wartabratas _
WRRAL  Gene £33 (1), &E-55 [20HE) Fonctiznal Slzss
PUBRED 1SETSEIE
REFEREMCE 2 (bases 1 oo 299)
AT HOFS Tirdeechwrl L, F .
. Facart sothe =
TITLE DErect Sobislogion e
L Sotwmbrtod {33-SEP-3005) Tedimchalla Fo, of Biclogical Schosecis, Jum O Ll
niversity of Haples Federico LI, wia Mezzocamors 3, 68034 mMaoall, M Zootoca whipera mRNA tor Metalicthionein
ITALY 1 —
FEATURES Lz art b Qs EF dars meialotniensin gene) -
e T 1. = Q) metabothiconsin AMD (animais ke AND
Forganiase"lootocn vivipara© indormol_rmimay] W (2244 } Fadesints
JSmrl TypeesTnfre”
Sty _mre " laswon 135347 Q) mretaliothicnsin AMND (animaks ke (2200
g2 TR T TP Fuclsuizle
Jrmmitrym = Ttaly ™ -
e 1. Q, mesalothicnsin (2EZ8E) R
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AUTHORS  Trinchella,F.
TITLE Direct Subndssion
JOURMAL  Submitted (23-SEP-2085) Trinchella F., of Blological Sciences,
Unfversity of Naples Federdco I, via Mezzocannone 8, 30134 Napoli,
TTALY
FEATIRES Location/Qualifiers
S0Urce 1.1%
forganisn="Zootoca vivipars"
fnal_type="nRliA"
{dh_vref="taxon: 54"
[tissue type="liver"
fcountry="Ttaly"
gEne L.
Jgene="netallothionein"
s L.132
{gene="netallothionein"
[function="netal-binding protein’
Jeodon_start=]
{product="Metallothionein"
[protetn d="CA132319.1"
{ib xref="G0A: (3BK36"
Jib_xref="ntzrPro: IPRGR0GAE"
{db_xref<"TnterPro: PRR3G1S"
{ib_xref="InterPro: [PRELTES"
fib xref="nterPro: IPR18864"
{ib_xref="UniProt¥B/TrEMBL:QIEK3E"
ftranslation="1OPQDCACRTARSCSCAGSCKCKICKCTSCRKSCCSCCPAGTIK

”‘i i”ig i HEN’T"

ORIGIN
1 atggatecte aggactgege ctoceaact getagetett gttectgtar coactectae
b1 asstgeanss attgeansty cacticstoe aasssamget gctgetecty ttgeccagct
101 pgatecaaca aatgtaccaa gasttgtote tocaaaganc cactotogga tasatgcage
181 tgetgcacct aaasatyrag titgsaanea ggegacasct ttoctatttt gtasttgeic
M1 titeatacsg atasaaggan fasaratgtt tlesgamsas taseantstt tlamactty
I

i

Recent activity
Tun OF Clear

B Zuotoca vivipra mRNA o Metalothonein
(metalotrionei gene| Nk

Q metalofionein AND (anmleftr] AND
biomol mmalPROPY) (241)  Hudeeite

Q. metalofionein AND (anmleftr) (4800

Nueatide

Q metalfionein (26386)

Nudeatide
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Advanced Help

COVID-19 is an emerging, rapidly evolving situation.

Get the latest public health information from CDC: hitps /fwww coronavirus gow
Get the latest research from MIH: hifpsffwww nih. gov/coronavirus .

GenBank - Send to: =
Change region shown -
Zootoca vivipara mRNA for Metallothionein (metallothionein gene)
Customize view -
GenBank: AMOBY399.1
FASTA  Graphics
Analyze this sequence =
Golo: Run BLAST
LOCUS AMBB7399 299 bp mRMNA linear VRT 18-5EP-2e8a8
DEFINITION ZFootoca wvivipara mRMNA for Metallothionein {(metallothionein gene).
ACCESSION AMBBY7399 Highlight Sequence Features
VERSION AMBE7399.1
KEYWORDS Metallothionein; metallothionein gene. Find in this Sequence
SOURCE Zootoca wvivipara (common lizard)
ORGANISM Footoca wivipara
Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi;
Lepidosauria; Squamata; Bifurcata; Unidentata; Episquamata; Related information =
Laterata; Lacertibaenia; Lacertidas; Zootoca. Protein
REFERENCE 1
AUTHORS Trinchella,F., Riggio,M., Filosa,S., Parisi,E. and Scudiero,R. PubMed
TITLE Molecular cloning and sequencing of metallothionein in squamates:
new insights into the evolution of the metallothionein genes in Taxonomy
— vertebrates - — CumationalCloos S - —
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Finding primers specific to your PCR template (using Primer3 and BLAST).

Heset page

Save search parameters Retrieve recent resulis

Publication

Tips for finding_specific primers

PCR Template

Enter accession, gi, or FASTA sequence (A refseq record is preferred) &

AMBET3IZD.1

Or, upload FASTA file

Primer Parameters

Use my own forward primer
(5'=3" on plus strand)

Use my own reverse primer
(5'-=3" on minus strand)

Forward primer

Reverse primer

Range

From To

€

tgalall saal) Lia JaA3
eSall galall g Ao gall
Foward primer
Reverse primer

Min
PCR product size 70

# of primers to return

Clear
Choose File | Mo file chosen
2]
2]
Max »
1000 I PCR J! U a2

(52 520)) b pag) pult 20

Clear

Clear

Min

Primer melting temperatures RT.0

(Tm)

Max
63.0 3

Opt
0.0

Max Tm differenc

e

Exon/intron selection

Exon junction span Mo preference T e
Exon junction match Min 5 match  Min 3 match Max 3" match
T 4 8

Jgeaid) 3 ) a da

A refseg mREMNA seguence as PCR template input is required for options in the section

Minimal and maximal number of bases that must anneal to exons at the 5' or 3' side of the junction &

Intron inclusion

Primer pair must be separatad by at least one intron on the corresponding genomic DMNA &
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Mote: Farameter values that ditfer from the detault are nighhighted in yellow
Primer Pair Specificity Checking Parameters

Specificity check #| Enable search for primer pairs specific to the intended PCR template &)

Search mode Automatic v | &

Database Refseq mENA v e

Exclusion Exclude predicted Refseq transcripts (accession with XM, XR prefix) .| Exclude uncultured/environmental sample sequences &
Organism 8524

Enter an organism name {or organism group name such as enterobacteriaceae, rodents), taxonomy id or select from the suggestion list as you type. &

Add more organisms
Entrez query (optional) T* ]

Primer specificity stringency  primer must have at least |2 ¥ |total mismatches to unintended targets, including
at least |2 ¥ |mismatches within the last| & ¥ |bps atthe 3 end. &
lgnore targets that have | & ¥ | or more mismatches to the primer. &

Max target size 4000 @

Allow splice variants Allow primer to amplify mRNA splice varants (requires refseq mRMNA sequence as PCR template input) &)

F - Ty
#| Show results in a new window ¥ Use new graphic view &

 Advanced parameters Note: Parameter values that differ from the default are highlighted in yellow
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Primer-BLAST s jog ib:schtazp snlcsbifyitaphp Hisilradss 5w

Prener-SLAS | Heaults &

Waminge:
Tha feenpiats caguenos |5 from Homo capienc, bt dhe crganiem Tor cpaalicty ohecking lc imisd fo Deis arisc.
Engul PCE tumplate 5213 Heows sapmanic gulallisone peraesiae 1 (GPE1], tansingl virianl 1, siNs
Hange 1
Spuificiy of primans Praiveir pain are spedile 1 wgul lerplile ai oo b Lrges mere Fud m sl dot e sy A (O garmsans lsled L Owre anes)
hwer reporls & Snmrch Summary
= Graphical view of primer pairs
= AM_0005813 - | Fnd L==1[-1 G om T o Towski - | 9 Toahi - 1 -
Tarmplity i 2] a] L 150 14 (L] Ll bl 228 gaE bia) 288 i 330 b pes 350 Ll L) 44 ncd L) ol F 40 el s L) g8 ined p | T T T L gz el L) [ tad ks B tad Exa LK 1BCE  [LBB  |LOGD LM LIRS |LIN L LIy
Frisar 5 =
Prinsr & I —
| [, MO, S0, [0, e [0 [M0, D [00 [P0 [ZR  [WD  [PG0, |ZRD PR [XN, [MO, PED [0, [0, |4zm [0 |00, |dee P [OR M0, P, FRe jooe O B0, joS, R [T (TR0, |MD, [N, [Td, [ EGD [O40, |Beb, R [M0, N WO [0, [*, |LE, [LEGR [L0p |LOGD LGS [Liee |LI LMD
WM D00SET B: 1126 {1,178 i) I Tracks v
= Detailed primer reports
Primer pair 1
Bmquance [£-77) Teengiatn cirand Langth et #iop Tm [ 34t pomplamentarty 84 &' pomplementarity
Farward primar TERACATCEABCOTEACATCS Fius o 280 5 E-LH 500 400 3
FRevarea primar ATCABETETTCCTCCCTCET Mns n 041 2 £035 500 L =¥
Produst lengih 52
Primer pair 2
Begquanoe (53] Temgiate crand Langih et #iop Tm [ 34t complementarty 84 &' complementavity
Farward primar COCTTE3AAGEETAMICTES Fius m 20 k] E-T 5000 00 k=
FRevarea primar COCTCITOABICAGRAAAAE Mns m B # E0C3 5000 400 o
Produst lengih #
Primer pair 3
ssquanos (5] Temngiats cirand Langth start #iop Tm BO% 3aif pomplementarty 88 &' pomplementarity
Forward primar THTCEARAATETEE0ETIOD Fus | Fr 454 =L 500 400 200
Ferverca grimer CTEATEICCAAMCTRETTED Mns o El EH 004 500 H 3
Produst lengin n
Primer pair 4
Sequanoe (53] Temngiats cirand Langih et siop Tm GO 8#if pomplemantarty 84 &' pomplementarity
Forward primar ACGAGEEABEAACATCTEAT Fus 1 ] 041 B035 500 3 200
Rervarea primer GECARAEACTEERATCAACA Mns 1 138 g 838 500 400 200
Produst lengih kel
Primer pair &
Ssquanos (5] Temngiate cirand Langth start #iop Tm [ 3aif pomplementarty 8aif &' pomplementarity
Forward primar BACCCOAAGCTCATCAZCTE Fus | TEE ke £035 5000 400 200
Rervarea primer GCTEACACTCEECACTTTAT Mins | [H 23 EDER 500 400 200
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* Payne, D. A. (2016). Basics of Molecular Biology. In Molecular
Pathology in Clinical Practice (pp. 1-17). Springer, Cham.
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